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The within breeds view

Objectives

Control inbreeding
= Loss of alleles — genetic variability
= Reduces future selection options
= Increases homozygocity — genetic defects
= Critical factor: rate of inbreeding AF
= Magical figure: keep AF below 1%/generation
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Factors affecting

Rate of Inbreedinc

= Population size

= Sex ratio

= Variance of family size

= Generation interval (AF/year)
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Factors affecting
Rate of Inbreedinc

= There are simple procedures

= And more complicated ones

= Here: deal with the simple

= Later the day: the more complicated ones (OC)
= Now: pick the low hanging fruits
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Inbreeding

coopulation size

= Population size ~ 1/AF
= Consider 1 male x 1 female

= Offsping: 72 from sire + %2 from dam
= — half of the alleles get lost

= Consider 1 male x 10000 females

= ALL offspring will have half of its genes from that
one sire

= — Sex ratio matters
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Inbreeding

effective population size

= Sewall Wright: "....the number of breeding
individuals in an idealized population that would
show the same amount of dispersion of allele
frequencies under random genetic drift or the
same amount of inbreeding as the population
under consideration”

= A commonly used figure to compare
populations of different structures
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Inbreeding

effective population size

= Assumptions:

= all contribute equally to gene pool

distinct generations

random mating (incl selfing)
no selection

no mutation
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Inbreeding

effective population size

- Ne = (4*Nm*Nf)/(Nm+Nf)

= AF = 1/2Ne
Nf Nm Ne AF
100 50 133.33 0.38
100 40 114.29 0.44
100 30 92.31 0.54
100 25 80 0.63
100 20 66.67 0.75
‘ 100 15 52.17 0.96
100 10 36.36 1.38
100 5 19.05 2.63
100 4 15.38 3.25
100 3 11.65 4.29
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Inbreeding

= Number of females often a given
= Number of males prime importance!

= What is lost here, cannot be gained through
trickery!!
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Population management:

defining targets

1. Definition of maximum rate of inbreeding

2. Definition of the target population structure

1. Number of males
2. Number of females

3.Definition of the generation interval
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Population management:

targets achieved?

= Assuming availability of pedigree data

= All information on targets is contained in
pedigree:

= Animal ID Sire ID Dam ID  birth dt sex
73400 70335 358651 1951-01-21 F
398242 16590 7756462 1952-01-21 F
57700 47180 333654 1953-01-21 M
501215 147114 733141 1954-01-21 F
413520 772451 7756418 1955-01-21 M
8271925 501222 8539836 1956-01-21 M
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poprep.tzv.fal.de

= WEBSsite

= Accessible by standard browsers
= — upload pedigree

= «— Recelve results through emaill
= Use for population management
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poprep.tzv.fal.de

Farm Animal Ge_l_]&idt S

g

The Popreport Homepage

Get a population report from your pedigree data

FRIEDRICH-LOEFFLER-INSTITUT

FLI

Eil_mujﬁfcr'_{m_.nl;g.ins:i b filar Turn_]g',.lndl'u_-it

|Breed: | EastFriesianMilkShee

|Ema.il: | eg@tzv.fal. de

|Cude for Male: | M

|Cnde for Female: | F i
Date Format: [yrrv-Mm-po '
|Date Separator: | - |
Get compressed archive of files to postprocess?: :;:: ::5

We kindly would ask you to also fill out the following
fields. They are not recuired for getting a PopReport
but just to satisfy our curiosity, whe isusing this
software.

|Yuur Name:

| Eildert Groeneveld

fvuur Institute/Company: | FLI

|Ym1r Country: | Ostfriesland

|Thﬂnk5 for filling out these optional fields.

rfrmr Pedigree File: |Ihnmefegfdataﬁ|e.t:-:t Browse. ..
| Upload

We started some documentation about how touse the PopReport Service at the Institute of Farm Animal Genetics.

You can download an example datafile to have a lool at it and re-upload it again for testing.

Reset the Popreport Homepage

Institute of Farm Animal Genetics (FLI)

In case of problemns contact the Popmaster
Last modified: 2009-08-20 13:35:32 GMT

Genebanking and Cryopreservation, Lelystad 2010

13



poprep.tzv.fal.de

FRIEDRICH-LOEFFLER-INSTITUT

I....._,_ iy - . - of -.I_.-' |...I.. -.l.;r .

,5'r|ﬁ!§ FDPREEQHEII: m;titutgjﬂlf Farm ‘D.i o 11_” Ell,mn;lﬂr'r,r':.i.:hl_.ng-g.im:imr_ fiar Turrg::.-.ln:ll'u,-it

The Popreport Homepage

Get a population report from your pedigree data

Some notes concerning your upload:

* Your upload succeeded.
* You are lucky, there are no pending recquests for a popreport. Yours will be served immediately.
* Email will be sent to eg@tzv. fal de

Back to the Popreport Homepage

In case of problerns contact the Popmmastar
Last modified: 2009-08-20 13.:35:32 CMT
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e
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14 _ N —_————— B
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51 £ Algjandro.Enge.. &' B HV 2011 -81201 Susanne... Today 09:0... 78.6 KiB
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= Canh
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= Ernst.Kalm

= Flavio
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Hgfortan(4)
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= GMR
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= InternBuero
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= John.Rocha

= kate
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S marcus.bauer
Emelvin

= mettenleiter

= Michael.Baudin
= MolabisInstWM
= MONItoring

= poprep
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isave
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D )

Institute of Farm Animal Genetics (FLI)

B 0 Your popreport request (breed: EastFriesianM... Poprepo... Today 09:1...
Description Type Encoding Size
= Your popreport request (breed: E... multipart/... 7bit 1.4 MiB

[ body part plain text ... 7bit B3B ~

From: Popreporter <popreport@tzv.fal.de=
To: eg@tzv.fal.de
Date: Today 09:10:25

Attachments:

[» PopulationEastFriesianMilkShee+ pdf [3 InbreedingEastFriesianMilkShee+.pdf
# Popreport_EastFriesianMilkShee_2009-09-07-09.10.zip

Your popreport request (breed: EastFriesianMilkShee)

_‘: “ PopulationkEastFriesianMilkShee+ . pdf

_‘: “ InbreedingEastFriesianMilkShee+.pdf

~
W

Find attached the files from your popreport reguest for breed EastFriesianMilkShee

_; “ Popreport_EastFriesianMilkShee 2009-09-07-09.10.zip
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poprep.tzv.fal.de

Institute of Farm Animal Genetics (FLI)

 Shrvies PogRepert ¢ Instiutg of Fam Al Geneis

PopReport
A Population Structure and
Pedigree Analysis Report

Population: East Friesian MilleShee (File: datafile tat)
Initiated by: Fildert Groeneveld < egfitey fal.de
FLI Oetfriesland
Submitted at: 2000-00-07 09:00:45
Started at: 2000-00-07 09:10:02
Finished at: 2000-00-07 09:10:23

Courtesy: Department of Animal Breading and Geneties
Institute of Fann Animal Genetics (FLI)
Eildert. Groemeveld Gffi tund. de
Haltystrasse 10
D-31535 Mariensee, Germany
http: | popreport teev fal.de

£ Copyright: Institute of Farm Avimal Genetics (FLI), 31595 Mariensee, Germany
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Populations Structure

Developers
Frits Voordewind: PERL ‘SQL Report, ARC, Irene, South Africa
Bobhie van der Westlmizen: PERL SQL Report, ARC, Irene, South Africa
Norman Maiwashe: Report, ARC, Irene, Sonth Africa
Helumt Lichtenberg: Integration and WEB serviee, FLT Germany
Eildert Groeneveld: Project Leader, FLI, Germany
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Populations Structure
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Populations Structure

Number of breeding animals

number of breeding animals

1 Number of breeding males and females by year

The mimber of breeding animals al a given time
determines the genetic structure of the population
in subsequent generations. Under simplified condi-
tions (e.g. ratio of males to females is 1:1, random
selection, distribution of family size is Poisson, ete),
the mumber of breeding males and females can be
used fo calenlate the effective population size [lo
be defined later]. In the context of this report, the
term breeding refers to year of actual service (if date
of natural or artificial insemination is available in
the database). Also, a selected animal is defined as
an mnimal that has participated in first serviee (if
service data is available) or has already become a
parent . The munber of breeding males and females

userd in the population in a given year is presented
in the table. For ease of presentation the table is
partitioned into two parts ie. for the males and the
females. Each part is further subdivided into three
columns. The description for eadh column is:

Services: The mumber of males females that par.
ticipated in services in a given year the corre-
sponding vear.

Births: The mumber of males females with offspring
in a given year.

Select: The mimber of males females that have se
lected offspring in a given year.

For example: Tor the East FriesianMilkShee breed in 1988, 11 males produeed 22 offspring while
offspring of 12 males were selected to become parents in the next generations. Similarly, 18 females
produeed 22 offspring during the same year while offspring of 20 females were selected to become

parents in the generations to follow.

Mote: No service data were used

Institute of Farm Animal Genetics (FLI)

in the ealeulations for this section.

Genebanking and Cryopreservation, Lelystad 2010

19



Population Structure

number of breeding animals

For example: For the EastFriesianMilkShee breed in 1988, 11 males produced 22 offspring while
offspring of 12 males were selected to hecome parents in the next generations. Similarly, 18 females
produced 22 offspring during the same year while offspring of 20 females were selected to become
parents in the generations to follow,

Table 1: Number of males and females in reproduction by year of birth of offspring

(select=the number of males /females whose offspring become parents in following generations)

Year males females Number of animals
services | births | select | services | births | select born

1953 - 2 8

1988 - 11 12 - 18 20 22

1989 - 7 6 - 12 15 21

1990 - 8 9 - 13 21 26

1991 - 12 11 - 17 24 31

1992 - 12 12 - 28 30 47

1993 - 24 13 - 40 28 61

Did we use the number of
females and males that we wanted to?
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Population Structure

age structure

Table 2: Age distribution of males in reproduction by year of birth of their offspring

Year age of males in years

2 516 | 789 |10]11 12131415 >16| Avg
1953 | - [ 2 | - -1-f(-1-1-1-1-1-1-1-1- - 2.0
54 | - L |f=-|=-1-(-(-1-1-1-/1-1-1-|-1- - 2.0
95 2151 -1-1-1-1-1-1-1-1-1-1-1- - 19
1988 1l--1-1-1-1-1211 -1 --11 4 14.2
1989 | - | 1 | = | - -1-1-11 1| - 1| -1-11 1 104
1990 | = | - | - | - Ll -(-11 |1 |=-f1]-|1]- 3 14.0
991 | - | -2|1|-|-|-f1T|-|-(1|2|-|-1|- 5 14.4
992 | - |21 |1 -|-|-fY |1 |=-|=-|=-]-|1/[- 5 12.8
1993 | - | 1 | 2 1131 -1-1-12|-1-1-1-11]2 12 158
9 | - 312|(-1211f(-f-1-|-1-1- - |1 8 14.5
1995 | - | -3 |2|-|1|=-|=-|-|-|--1-|-1]2 8 15.1
1996 | — | 2 | 6 1131 -121-1-/-1-1-1/-1-11 10 13.3
997 | = | 1|35 22-(2|-|-|-|-]-1|-1]- - 4.6
1998 | - | -1 (3412|111 |=-|=-]=-1|-1]- - 5.9
1999 | - | - | - 112141131 -1-1-1-1-1-1- - 6.3
20 | -] =-|-1-|-|3|1 1|1 ]=-|=-|-1-1-]- - 7.0
200 | -|-|-1-|-|-1211]1]1|=-|=-]|=-1-]- - 8.2
2002 | -|-|-1-|-|-113|1]3|1]|-]=-1-]- - 9.0
200 | - -|-1-|-|-113|1]3|2|1]|-]-]- - 9.5
20 | - )= -1-1-1-|-1-13]1311 1 - | - - 10.3
20 | - | -|-1-|-|1|-1-1214|4]|-]-11]- - 10.2

Does the age structure corresond to
the target generation interval?
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Population Structure

Generation interval

Average age of parents at birth of their selected
offspring (Falconer)

1.All animals born in a given year are considered

2.Animals in 1. that became parents in the later
years were identified

3.The parents of animals in 2. were identified

4.The generation interval was calculated as the
average age of animals identified in 3. at the
birth date of their offspring
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Population Structure

Generation interval

Table 5: Generation interval and number of animals by year of birth for different selection paths

(ss=sire to son,Nss=number of selected males for ss,sd=sire to daughter, Nsd=number of females for
sd,ms=dams to sons,Nms=number of males for ms,md=dams to daugthers and Nmd=number of fe-
males for md,male=avg age of sires, Nmale=number of stres where age is known,female=avg age of
dams, Nmale=number of dams where age is known,pop—=interval for the population, Npop=number of se-
lected offspring )

Year Generation interval and number of animal
5s | Nss | sd | Nsd | ms | Nms | md | Nmd | male | Nmale | female | Nfemale | pop | Npop

1961 | 5.7 3 6.3 2 |36 2 3.9 1 6.0 5 3.7 3 5.0 7
1968 | 9.0 5 8.8 3 |49 2 6.2 1 8.9 8 5.3 3 8.2 8
1970 | 9.0 5 6.6 2 |67 3 49 1 8.3 7 6.2 4 7.5 8
1971 7.0 1 11.1 2 3.3 1 2.9 1 9.7 3 3.1 2 7.6 4
1972 8.1 3 9.1 1 2.3 1 3.2 3 8.4 4 3.0 4 6.0 6
1978 | 9.2 3 8.6 T |69 3 2.9 3 8.7 10 49 6 7.3 10
1980 | 9.0 3 7.0 T |82 1 34 4 7.6 10 44 5 7.2 10
1983 7.9 2 8.1 9 8.1 2 3.6 6 8.1 11 4.7 8 7.5 12
1987 | 6.6 1 7.8 14 |62 1 4.9 9 7.7 15 5.0 10 6.8 15
1988 (237 6 [11.2] 13 |36/ 4 441 13 15.1 19 42 17 11.0 19
1989 (144 | 3 | 106 11 |81 1 3.2 8 114 14 3.7 9 9.4 14
1990 | 13.6 4 14.8 16 | 54 2 3.2 9 14.5 20 3.6 11 11.9 21
1991 | 22.1 5 6.5 19 | 6.6 3 3.9 10 9.7 24 4.5 13 8.2 24
1992 7.9 4 139 | 25 | 5.2 4 4.4 15 13.1 29 4.5 19 10.6 30
1993 [ 16.9 | 8 76| 21 |73 7 54| 14 10.2 29 6.1 21 8.4 29
1994 | 17.0 5 12.0 17 | 6.3 5 5.3 14 13.1 22 5.6 19 9.3 22
1995 | 23.0 6 15.4 13 | 6.0 6 4.9 12 17.8 19 5.3 18 12.0 19
Total | 14.3 - 10.5 - 6.0 - 4.4 - 11.5 - 48 - 9.1 -

Has the target generation interval been reached?
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Population Structure

Variance of familv size

Table 6: The maximumm and average number of family sizes
All offspring Selected offspring Selected sons Selected daughters
sires dams sires dams sires dams sires dams
Year |max | avg | max | avg | max | avg | max | avg | max | avg | max | avg | max | avg | max | avg
1950 1 1.0 1 1.0 1 1.0 - - 1 1.0 - - - - - -
1951 1 1.0 - - 1 1.0 - - 1 1.0 - - 1 1.0 - -
1952 2 1.3 - - 1 1.0 - - 1 1.0 - - - - - -
1953 2 1.3 2 1.5 2 1.2 1 1.0 1 1.0 1 1.0 1 1.0 - -
1954 1 1.0 - - - - - - - - - - - - - -
1955 8 1.9 - - 8 2.0 - - 5 1.7 - - 3 2.0 - -
1956 | 10 4.0 - - 9 3.7 - - 7 4.0 - - 2 1.5 - -
1957 4 2.7 2 1.7 3 2.0 2 1.7 2 1.7 2 2.0 1 1.0 1 1.0
1958 1 1.0 1 1.0 1 1.0 1 1.0 1 1.0 1 1.0 - - 1 1.0
1959 2 1.2 1 1.0 1 1.0 1 1.0 1 1.0 1 1.0 - - 1 1.0
1960 2 1.3 1 1.0 2 1.3 1 1.0 1 1.0 1 1.0 2 1.5 - -
1961 T 2.5 1 1.0 7 2.3 1 1.0 5 2.8 1 1.0 2 1.3 1 1.0
1962 5 3.0 1 1.0 3 2.3 1 1.0 2 1.7 1 1.0 2 2.0 - -
1963 4 1.8 1 1.0 3 1.7 1 1.0 2 1.5 1 1.0 1 1.0 - -
1964 | 10 3.0 1 1.0 2 14 1 1.0 2 1.6 1 1.0 1 1.0 1 1.0
1965 2 1.6 1 1.0 2 1.3 1 1.0 2 1.3 1 1.0 - - - -
1966 14 5.5 1 1.0 9 3.5 1 1.0 3 2.0 1 1.0 6 3.3 1 1.0
1967 18 3.7 1 1.0 15 3.3 1 1.0 3 23 1 1.0 12 3.2 - -
1968 | 13 4.0 1 1.0 9 3.0 1 1.0 5 3.0 1 1.0 4 2.0 1 1.0
1969 5 2.8 1 1.0 2 1.3 1 1.0 1 1.0 1 1.0 2 1.3 1 1.0

Are the offspring groups as even as intended?
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Inbreeding Report

Pedigree Analysis Report
for Population: EastFriesianMilkShee

1
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Ralf Fischer: Computation of Inbreeding, LIULG , Kéllitsch, Germany
Didier Boichard: PEDIG software, INRA | France

Lina Yordanova: SQL, University of Stara Zagora, Bulgaria

Helmut Lichtenberg: Integration and WEB service, FLI, Germany
FEildert Groeneveld: Project Leader, FLI, Germany
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Inbreeding Report
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Inbreeding Report
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Pedigree Completeness

The follow\;ring formula was used to compute pedigrée
completeness (MacCluer et al., 1983):

4Idpat‘[dmaf
1; =
Idfpat _|_ Idmat
and
1 d
I, = 7 a; k = pat, mat
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Pedigree Completeness

Table 1: The average pedigree completeness (%) for 1 to 6 generations deep by year

Year | Noof | Compl. | Compl. | Compl. | Compl. | Compl. | Compl. (%)
Animals | gen 1 gen 2 [ gen 3 gen 4 | gen 5 gen 6(%)
1950 4 100.0 50.0 33.3 25.0 20.0 16.7
1951 3 100.0 50.0 33.3 25.0 20.0 16.7
1952 10 90.0 46.7 31.1 23.3 18.7 15.6
1953 10 100.0 53.3 35.6 26.7 21.3 17.8
1954 4 100.0 54.2 36.1 27.1 21.7 18.1
1955 10 100.0 63.3 42.5 31.9 25.5 21.3
1956 6 100.0 69.4 49.3 37.4 29.9 24.9
1957 8 100.0 58.3 40.1 30.1 24.0 20.0
1958 4 100.0 54.2 36.9 27.7 22.1 18.4
1959 9 100.0 63.0 44.9 34.2 27.4 22.8
1960 7 100.0 57.1 39.0 20.4 23.5 19.6
1961 12 83.3 51.4 35.4 26.8 21.4 17.8
2000 35 100.0 100.0 98.7 92.6 82.9 72.2
2001 38 97.4 97.4 96.7 91.1 81.8 71.5
2002 42 100.0 100.0 97.8 91.4 80.4 70.0
2003 50 94.0 94.0 91.4 84.5 73.1 63.4
2004 33 93.9 93.9 1.5 85.4 75.8 66.4
2005 41 97.6 97.6 7.4 77.9 68.2 59.5
2006 27 100.0 100.0 81.5 68.2 57.8 49.5
2007 22 100.0 100.0 93.7 84.8 75.6 66.0
2008 1 100.0 100.0 100.0 93.8 86.2 76.0
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Pedigree Completeness

The average pedigee completeness for animals born within the last 10 years: 1 generations deep —
97.6%. 2 generations deep = 97.4%. 3 generations deep = 92.5%. 4 generations deep = 84.6%. 5
generations deep = 74.5%. 6 generations deep = 64.8%.

Figure 1: Average pedigree completeness for 1 to 6 generations
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Is this what you think you have?

Institute of Farm Animal Genetics (FLI) Genebanking and Cryopreservation, Lelystad 2010 32



Level of Inbreeding

Table 2: Distribution of animals by year and inbreeding levels

(Classes 1—0-5%, 2—6-10%, 3—11-15%, 4—16-20%, 5—21-25%, 6—26-30%, 7—31-35%, 8—236-40%,
9—41-45%, 10—46-50% and 11—~50% )

Classes
Year | 1 |2 |34 56| 7(8]9]10] 11
1950 L 4 |- |-1-1-1-1|1-1|-1- - _
1951 3 - |-1-|-1-1-1-1-1- .
5211w 1-f{-1-1-1-1-1-1- - -
1953110 -f-1-1-1-1-1-1-1- .
1954 0 4 |- |-1-|-1-1-1-1-1- -
1955 10 - |-1-|-1-1-1-1-1- .
1996 |65 (3 -1-1-1|-1|-1|-1-1- .
1997 |4 {2 )-1-1-11-1-1/-1-1- .
198 | a2 |11 --1-1|-1-1-1- .
99 14011 )-1-1-1-1-1-1- - -
2000133 12-1-1-1-1-1-1- - -
2000 (325 --]-111-|-1-1- _
2002 (393 |-|-1-1-1-1|-1-1]- -
2003 (48 - (2/(-1-1-1-1|-1-1- .

Has close inbreeding been avoided?
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Level of Inbreeding

Figure 2: Comparison between the average inbreeding coefficients (F) and the number of inbred animals

by year
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Institute of Farm Animal Genetics (FLI)

Effective Population Size

3.2 Effective population size based on the number of parents

This section presents effective population size cal-
culated based on the number of parents. The follow-
ing formula was used to calculate Ne (Falconer &
Mackay, 1996):

AN, Ny
F D e——

Ny + Ny

where N,,, and Ny are the number of male and fe-
male parents, respectively. The columns in the table
are:

Number of animals : born in a given year.
Number of sires : of animals born in a given year.
Number of dams : of animals born in a given year.

Number of parents : number of sires and dams of
animals born in a given year.

Ne @ effective population size.

Table 7: Effective population size by year via number of parents

Number of

Year | Animals | Sires | Dams | Parents | Ne
1950 4 3 4 7 T

1951 3 3 3 6

1952 10 6 10 16 15
1953 10 10 10 20 20
1954 4 4 4 8 8

1955 10 10 10 20 20
1956 6 6 6 12 12
1957 8 8 8 16 16
1958 4 4 4 8 8

1959 9 8 9 17 17
1960 7 7 T 14 14
1961 12 10 11 21 21

Genebanking and Cryopreservation, Lelystad 2010
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Effective Population Size

Method 1

Census based

Method 1: Assuming discrete generations and equal numbers of breeding males and females N,
can he determined directly as

AN, N;
N, =

The number of males and females are usually easy to determine, therefore this expression is often
used where other ways of computing N, are not possible. However, the assumptions that the ratio
hetween breeding males and females is 1:1 and that all individuals in a real population have an
equal chance to contribute genetically to next generation are usually not met. Therefore 7 tends to
overestimate N. considerably.
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Effective Population Size

Method 2 -6

All other methods are based on the rate of
Inbreeding

The relevant quantity for the assessment of inbreeding is the inbreeding coefficient F' and its rate
of change AF. The latter is defined as Falconer & Mackay (1996):

Fi—Fi
ANF = — — 2
1T (2)

where t is the ™" generation. As has been stated the cohort are those animals born in a given year.
To compute AF actually two cohorts i.e. sets of animals need to be defined: cohort; at generation
t and cohort;—jat generation ¢ — 1 have to be defined.

N. = 1/2AF
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Effective Population Size

Method 2-6

= Method 2: based on actual parents of the
current birth year (inbreeding F)

= Method 3: based on all animals of the year Gl
prior to the current (inbreeding F)

= Method 4: based on all animals of the year Gl
prior to the current (inbreeding f)

= Method 5:  In(1-Fis)=txn(l-AF)+In(1-F))
« Method 6: N.=1/2(1-(1-F)"")
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Effective Population Sizes

Table 5: Effective population sizes based on the period 1990-2008
Breed® method 1  method 2 method 3 method 4 method 5 method 6°

Nellore 502 ~¢ — - 476 1293
Bonsmara 6901 106 162 324 190 231
Jersey 3545 203 79 83 67 208
Holstein 4803 - 318 282 408 794
Duroc 247 40 119 99 219 143
Landrace 546 50 1377 44 222 102
Merino 861 241 062 DO88 447 601
Skudden 280 - H28 391 - 210

“5 generations with min PCI .8; based on arithmetic mean of AF, AF, Af,
® N was taken from the most recent full birth year
€~ negative Ne
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Data for post processing

5 © Popreport_EastFriesianMilkShee 2009-09-07-09.10.zip [aW5122].zip - Ark ——— @ @® ()
File Action Settings Help

Mame v Sjze Compressed
- £ Popreport_EastFriesianMilkShee_2009-09-07-09.10
Animal_Inbreeding_log_.EastFriesianMilkShee 39.8KB 2.0KiB
EastFriesianMilkShee_all.ped 85.1 KB 8.4 KiB
[% InbreedingEastFriesianMilkShee.pdf 199.7 KiB 122.8 KiB
=l InbreedingEastFriesianMilkShee. tex 33.3 KB 8.BKIB
4/ InbreedingReportTabel. 1 EastFriesianMilkShee.csv 3.2 KiB 997 B . .
4| InbreedingReportTabel.2 .EastFriesianMilkShee. . csv 3.1KB 3678 Popreport_EastFriesianM
4/ InbreedingReportTabel. 3 EastFriesianMilkShee. csv 3.1 KiB 700 B
4/ InbreedingReportTabel 4 EastFriesianMilkShee.csv 2.8 KiB 556 B
4/ InbreedingReportTabel. 5 EastFriesianMilkShee.csv 1.4 KiB 429 B
4/ InbreedingReportTabel 6 EastFriesianMilkShee.csv 3.3 KiB 591 B
4/ InbreedingReportTabel. 7 EastFriesianMilkShee.csv 1.8 KiB 517 B
4/ InbreedingReportTabel 8 EastFriesianMilkShee.csv 4.5 KiB 692 B
4! Inbreeding_log_.EastFriesianMilkShee.csv 103.1 KB 11.8 KiB
= PopulationEastFriesianMilkShee. pdf 172 6 KiB 106.1 KiB
[l PopulationEastFriesianMilkShee.tex 353 KB 7.9KB
4 PopulationReportHist_EastFriesianMilkShee dam_all.csv 36 B 35B
4| PopulationReportHist EastFriesianMilkShee dam_all sel.csv 21 B 21B

% PopulationReportHist_EastFriesianMilkShee_dam_sel.csv 313 B 146 B
4| PopulationReportHist_EastFriesianMilkShee_dam_used.csv 319 B 147 B
4/ PopulationReportHist_EastFriesianMilkShee_sire_all.csv 106 B 67 B
4| PopulationReportHist_EastFriesianMilkShee_sire_all sel.csv 57 B 46 B
4. PopulationReportHist_EastFriesianMilkShee sire_sel.csv 284 B 135 B
% PopulationReportHist_EastFriesianMilkShee_sire_used.csv 300 B 140 B

4/ PopulationReportTabell_EastFriesianMilkShee.csv 2.2 KiB 590 B

4! PopulationReportTabel2 EastFriesianMilkShee.csv 5.0 KiB 716B

4 PopulationReportTabel3 EastFriesianMilkShee.csv 4.1 KiB 627 B

4 PopulationReportTabel4 EastFriesianMilkShee.csv 2.7 KiB 445 B

4 PopulationReportTabel> .csv 1.6 KiB 537 B

4 PopulationReportTabelS EastFriesianMilkShee.csv 2.6 KiB 756 B

: Year Inbreeding log .EastFriesianMilkShee 1.4KEB 249B

[") reg_inbreed.log 1.2 KiB 588 B
run_popreport.|st 1.4 KiB 525 B
run_popreport.stderr 261 B 82 B
run_popreport.stderr_head500 15 BKIBE 2.2 KB
run_popreport.stderr_tail500 15 BKIEB 2.2 KB
run_popreport.stdout 857 KiB 10.6 KiB

fwl run_popreport.tex 62 B 62 B

<| ] <>
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Post processing

= CSV file for each table and graph
= — do your own post processing
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= Managing breeds for conservation (and
production!)

= set your targets

= Use POPREP structure report to pick the low
hanging fruits — and listen to following talks

= Use POPREP inbreeding report for in depth
Inbreeding related analyses
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Thank you for your attention
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